
Product name Human PCNA full length protein

Purity > 95 % SDS-PAGE.
ab94849 is sterile filtered and purified by proprietary chromatographic techniques, giving a purity
<95% as determined by SDS PAGE.

Expression system Escherichia coli

Protein length Full length protein

Animal free No

Nature Recombinant

Species Human

Sequence MFEARLVQGS ILKKVLEALK DLINEACWDI
SSSGVNLQSM DSSHVSLVQL TLRSEGFDTY
RCDRNLAMGV NLTSMSKILK CAGNEDIITL RAEDNADTLA
LVFEAPNQEK VSDYEMKLMD LDVEQLGIPE
QEYSCVVKMP SGEFARICRD LSHIGDAVVI
SCAKDGVKFS ASGELGNGNI KLSQTSNVDK
EEEAVTIEMN EPVQLTFALR YLNFFTKATP LSSTVTLSMS
ADVPLVVEYK IADMGHLKYY LAPKIEDEEG S

Amino acids 0 to 0

Applications SDS-PAGE

Form Liquid

Additional notes Addition of a carrier protein (such as 0.1 % HSA or BSA) is recommended for long term storage.

Stability and Storage Store at +4°C short term (1-2 weeks). Aliquot and store at -20°C or -80°C. Avoid repeated freeze
/ thaw cycles.

Preservative: None
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Description

Specifications

Our Abpromise guarantee covers the use of ab94849 in the following tested applications.

The application notes include recommended starting dilutions; optimal dilutions/concentrations should be determined by the end user.

Preparation and Storage
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Constituents: 20% Glycerol, 20mM Tris, 2mM EDTA, pH 7.5

Function This protein is an auxiliary protein of DNA polymerase delta and is involved in the control of
eukaryotic DNA replication by increasing the polymerase's processibility during elongation of the
leading strand. Induces a robust stimulatory effect on the 3'-5' exonuclease and 3'-
phosphodiesterase, but not apurinic-apyrimidinic (AP) endonuclease, APEX2 activities. Has to
be loaded onto DNA in order to be able to stimulate APEX2.

Sequence similarities Belongs to the PCNA family.

Post-translational
modifications

Upon methyl methanesulfonate-induced DNA damage, mono-ubiquitinated by the UBE2B-RAD18
complex on Lys-164. This induces non-canonical polyubiquitination on Lys-164 through 'Lys-63'
linkage of ubiquitin moieties by the E2 complex UBE2N-UBE2V2 and the E3 ligases, HLTF,
RNF8 and SHPRH, which is required for DNA repair. 'Lys-63' polyubiquitination prevents
genomic instability on DNA damage. Monoubiquitination at Lys-164 also takes place in
undamaged proliferating cells, and is mediated by the DCX(DTL) complex, leading to enhance
PCNA-dependent translesion DNA synthesis.
Acetylated in response to UV irradiation. Acetylation disrupts interaction with NUDT15 and
promotes degradation.

Cellular localization Nucleus. Forms nuclear foci representing sites of ongoing DNA replication and vary in
morphology and number during S phase. Together with APEX2, is redistributed in discrete
nuclear foci in presence of oxidative DNA damaging agents.

General Info

Please note:  All products are "FOR RESEARCH USE ONLY. NOT FOR USE IN DIAGNOSTIC PROCEDURES"

Our Abpromise to you: Quality guaranteed and expert technical support

Replacement or refund for products not performing as stated on the datasheet

Valid for 12 months from date of delivery

Response to your inquiry within 24 hours

We provide support in Chinese, English, French, German, Japanese and Spanish

Extensive multi-media technical resources to help you

We investigate all quality concerns to ensure our products perform to the highest standards

If the product does not perform as described on this datasheet, we will offer a refund or replacement. For full details of the Abpromise,
please visit https://www.abcam.com/abpromise or contact our technical team.

Terms and conditions

Guarantee only valid for products bought direct from Abcam or one of our authorized distributors
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