Product datasheet

Human SIAH1 peptide ab22876
Overview
Product name

Human SIAH1 peptide

Description
Nature

Synthetic

Amino Acid Sequence
Accession

Q8IUQ4

Species

Human

Sequence
Amino acids

SRQTATALPTGTSKC
2 to 16

Specifications
Our Abpromise guarantee covers the use of ab22876 in the following tested applications.
The application notes include recommended starting dilutions; optimal dilutions/concentrations should be determined by the end user.

Applications

Blocking - Blocking peptide for Anti-SIAH1 antibody (ab2237)

Form

Liquid

Preparation and Storage
Stability and Storage

Shipped at 4°C. Upon delivery aliquot and store at -20°C or -80°C. Avoid repeated freeze / thaw
cycles.

General Info
Function

E3 ubiquitin-protein ligase that mediates ubiquitination and subsequent proteasomal degradation
of target proteins. E3 ubiquitin ligases accept ubiquitin from an E2 ubiquitin-conjugating enzyme
in the form of a thioester and then directly transfers the ubiquitin to targeted substrates. Mediates
E3 ubiquitin ligase activity either through direct binding to substrates or by functioning as the
essential RING domain subunit of larger E3 complexes. Triggers the ubiquitin-mediated
degradation of many substrates, including proteins involved in transcription regulation (MYB,
POU2AF1, PML and RBBP8), a cell surface receptor (DCC), the cell-surface receptor-type
tyrosine kinase FLT3, the cytoplasmic signal transduction molecules (KLF10/TIEG1 and NUMB),
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an antiapoptotic protein (BAG1), a microtubule motor protein (KIF22), a protein involved in
synaptic vesicle function in neurons (SYP), a structural protein (CTNNB1) and SNCAIP. Confers
constitutive instability to HIPK2 through proteasomal degradation. It is thereby involved in many
cellular processes such as apoptosis, tumor suppression, cell cycle, axon guidance, transcription
regulation, spermatogenesis and TNF-alpha signaling. Has some overlapping function with
SIAH2. Induces apoptosis in cooperation with PEG3. Upon nitric oxid (NO) generation that follows
apoptotic stimulation, interacts with S-nitrosylated GAPDH, mediating the translocation of
GAPDH to the nucleus. GAPDH acts as a stabilizer of SIAH1, facilitating the degradation of
nuclear proteins.

Tissue specificity

Widely expressed at a low level. Down-regulated in advanced hepatocellular carcinomas.

Pathway

Protein modification; protein ubiquitination.

Sequence similarities

Belongs to the SINA (Seven in absentia) family.
Contains 1 RING-type zinc finger.
Contains 1 SIAH-type zinc finger.

Domain

The RING-type zinc finger domain is essential for ubiquitin ligase activity.
The SBD domain (substrate-binding domain) mediates the homodimerization and the interaction
with substrate proteins. It is related to the TRAF family.

Post-translational
modifications

Phosphorylated on Ser-19 by ATM and ATR. This phosphorylation disrupts SIAH1 interaction with
HIPK2, and subsequent proteasomal degradation of HIPK2.

Cellular localization

Cytoplasm. Nucleus. Predominantly cytoplasmic. Partially nuclear.

Please note: All products are "FOR RESEARCH USE ONLY AND ARE NOT INTENDED FOR DIAGNOSTIC OR THERAPEUTIC USE"

Our Abpromise to you: Quality guaranteed and expert technical support
Replacement or refund for products not performing as stated on the datasheet
Valid for 12 months from date of delivery
Response to your inquiry within 24 hours
We provide support in Chinese, English, French, German, Japanese and Spanish
Extensive multi-media technical resources to help you
We investigate all quality concerns to ensure our products perform to the highest standards
If the product does not perform as described on this datasheet, we will offer a refund or replacement. For full details of the Abpromise,
please visit https://www.abcam.com/abpromise or contact our technical team.

Terms and conditions
Guarantee only valid for products bought direct from Abcam or one of our authorized distributors
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